Due to an error with the registration system, the following abstract was regrettably omitted from the Poster Sessions. The abstract should have been included as PS-13-128 and displayed on page S201. Results: Genetic study of SSA showed BRAF mutation in 46.2% cases, in 7.6% -KRAS mutation, in 46.2% -mutation was not detected. In 41.7% of cases HP had BRAF mutation, 16.6% KRAS mutation, and 41.7% there was no mutation of genes. In 58, 4% of TSA was detected KRAS mutation, 8.3% was BRAF mutation, and in 33.3% there was no mutation of genes. Conclusion: We are revealed the genetic differences between SSA and TSA. A feature of HP is the identification of BRAF and KRAS mutations.
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